[N,N'-bis(5-triethylammoniummethylsalicylidene)-1,2-ethylenediamine](ClO 4 ) 2 (L1)
Figure S1. Molecular Structure of L1, drawn with 50% displacement ellipsoids. The Asymmetric Unit is highlighted. Perchlorate omitted for clarity. The single bond between C8 and the symmetric equivalent C8` (2-x,-y,1-z) is arranged as "anti" conformer (180° exact, because of symmetry reasons). The solved crystal grew as twin in two domains and the result was solved with the help of Twinabs 1 and cell_now. 2 The twin law transformation after the Saint integration is documented in Table S2 . The ratio in the used reflection data, based on the reflections used only in one domain respectively, is 0.99. This indicates a cleavage by 1:1. Figure S2 . Asymmetric Unit of 1, drawn with 50% displacement ellipsoids. Perchlorate and disorder omitted for clarity. The single bond between C8A C8B is arranged as "gauche" conformer in the range from 54.4817(18)° for part 1 to 9.5894(6) for part 2). Binding constants were obtained using two methods. The first consisted in fitting the data to a reciprocal plot of [DNA]/|ε a -ε f | vs.
[(N,N'-bis(5-triethylammoniummethylsalicylidene)-1,2-ethylenediiminato)nickel(II)] (ClO 4 ) 2 (1)

[(N,N'-bis(5-triethylammoniummethylsalicylidene)-1,2-ethylenediiminato)copper(II)] (ClO
[DNA] using the equation: 3
where ε a = A observed / [1] , ε b is the extinction coefficient of the DNA bound complex, and ε f is the extinction coefficient of the free complex determined by a calibration curve of the isolated metal complexes in aqueous solution, following the Beer-Lambert law.
The second method used is the so-called "Intrinsic method" developed by Rodger and Nordén. 4 The constant is defined by the Equation 2: 
